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/ Background and Aims \ / - \

We report on the genetic history of a Chalcolithic population from | o Tt

Peqgi’in Cave in Northern Israel, dating to 4,500-3,500 BCE. ; X%; - ~ X
Archaeological excavations at Peqgi’in Cave revealed dozens of large " ERale i;’,f\; &
ossuaries, containing an estimated total of 600-1,000 individuals'. A m _gﬂ O

®

number of the artifacts in Peqgi’in are unique to this site, but there are also
similarities in the artifact styles to contemporary and earlier cultures from w -
Anatolia and Iran, and differences from earlier Levantine sites. This study
aims to:

[
******
]

. Determine the genetic relationships between the individuals \/ /
buried in Peqi’in Cave and other ancient groups. -

+ Test the hypothesis that the Chalcolithic culture of the Levant - Ve
may have been affected by movements of people from outside the \ Peqi'in Cave, Israel Artitacts from Peqi'in Cave
region.

Data Generation / qpAdm identifies plausible admixture models \

- I- gpAdm is used to identify plausible admixture models and estimate
— — — == = — admixture proportions for Levant_ChL. Additionally, we attempt to model
B B - the Levant_BA population as descended from Levant_ChL.
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